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Bayesian costs Z,;,-C,-jp,-j

Co=—Copn(+)pu(+)pr(+) + Copn(—)pu(—)pr(—)

wherec,=C_, -C,,andc_=C, —C__

pn(+) Probability to find correct homological strand

pu(+) Probability to bind

-pr(+ ) Probability that complex is functional

AG,,; AG, Free energy of extension (per triplet),

and binding (per basepair)
AG; Total Free Energy

po(+) = 1/[1 + exp(=N - AGy)],
Pp (—) = 1/[1+exp(—N - AG; +m-AAGis)]

Normalized Cost function using tolerance t

~ 1 (1/t)
~1+exp(—N- AG)) " +exp(— N AG; +m- AAG,,;s)

t =[c, pn(+)-pi+)] / [c -pr(—)-pi-)]



Optimal total free energy
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Optimal extension energy
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